Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.045; wR factor = 0.134; data-to-parameter ratio = 23.1.
In the crystal structure of the title compound, C 11 H 16 N 2 O 3 , molecules are linked by one O-HÁ Á ÁN and two N-HÁ Á ÁO intermolecular hydrogen bonds into a three-dimensional network, which incorporates R 2 2 (14) and R 2 2 (16) graph-set motifs.
Related literature
For the biological activity of amino benzoic acid and benzimidazole derivatives, see: Kumar et al. (2003) ; Stefan et al. (2002) ; Pan et al. (1999) . For related structures, see: Narendra Babu et al. (2009); Abdul Rahim et al. (2010) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Kumar et al., 2003) . The synthesis of novel benzimidazole derivatives such as 2-aminomethyl benzimidazoles (Stefan et al., 2002) and oxobenzimidazoles (Pan et al., 1999) are commonly accessed via aminobenzoic acid derivatives. As part of an ongoing study on such compounds, we present the crystal structure of the title compound (I), which was an intermediate in a synthesis.
In the title molecule ( Fig. 1) , the bond lengths and angles are within normal ranges and are similiar to those in related structures (Narendra Babu et al., 2009; Abdul Rahim et al., 2010) . The benzoate group is essentially planar with a maximum deviation of -0.006 (1) for atom C4.
In the crystal structure, molecules are linked by intermolecular N2-H1N2···O3 ii , N2-H2N2···O1 iii and O1-H1O1···N2 i hydrogen bonds (see Table 1 for symmetry codes) into a three-dimensional network with R 2 2 (14) and R 2 2 (16) graph-set motifs (Bernstein et al., 1995) .
Ethyl 4-(2-hydroxyethylamino)-3-nitro-benzoate (0.5 g, 1.96 mmol), ammonium formate (0.4 g, 6.8 mmol) and palladium on carbon (250 mg) were mixed in ethanol. The reaction mixture was irradiated under microwave conditions at 373K for 2 minutes. After completion, the reaction mixture was filtered through celite and the filtrate was concentrated under reduced pressure to yield the crude product. The product was recrystallised from EtOAc to afford the title compound as colourless crystals.
Refinement N-bound and O-bound H atoms were located from a difference Fourier map and refined isotropically. The remaining H atoms were positioned geometrically [C-H = 0.93, 0.96 or 0.97 Å] and were refined using a riding model, with U iso (H) = xU eq (C), where x = 1.5 for methyl and 1.2 for all other atoms. A rotating model was used for the methyl group. Figures   Fig. 1 . The molecular structure, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Hydrogen atoms are shown as spheres of arbitrary radius.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x, y, −z−1/2; (ii) −x+1/2, −y+1/2, −z; (iii) −x, −y, −z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
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